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<130> 
<140> 
<141> 
<160> 
<170> 
<210> 
<2il> 
<212> 
<213> 
<220> 
<221> 
<222> 
<400> 



APPLICANT: Khodadoust, Mehran 

TITLE OF INVENTION: Isolated Proteins and Nucleic Acid Molecules 
Homology to NIP2 Proteins and Uses Thereof 
FILE REFERENCE: mni061 

CURRENT APPLICATION NUMBER: US/ 09/ 174 , 93 7 
CURRENT FILING DATE: 1998-10-19 
NUMBER OF SEQ ID NOS : 9 
SOFTWARE: Patentln Ver. 2.0 
SEQ ID NO 1 
LENGTH: 3 076 
TYPE : DNA 

ORGANISM: Homo sapiens 
FEATURE : 



Having 




NAME /KEY 
LOCATION 
SEQUENCE 



CDS 
(370) 
1 



(1482) 



ccacgcgtcc gcccacgcgt ccgggaagaa gcagctacct cggaggcagg gcgcgcaggc 
gggcggcgat gagagggggc gcagccgcag ccccgcgctg gggagcccac cgctaaccct 
gcaccccacc cacccctgca caaaagagct ggcgggcgct ggccacgtcg ccctgggtga 
ccttcctcgg atgcagaatc cgcccctgcg agcatcctct tcctcctagg ctctgaaggc 
ccggggagcg tgagcgatgc ccagctgcac ccgggcaggg ctcgcctttg tttgccagta 
aggaggagag gctgtctcag ctgcagaggg gtcatccctg cttcaagcca gtgcctcttc 
ccagctccc atg ggg acc acc gaa gcc acg etc egg atg gaa aac gtg gac 
Met Gly Thr Thr Glu Ala Thr Leu Arg Met Glu Asn Val Asp 
15 10 
gtg aag gag gaa tgg cag gac gaa gat ctt ccc agg cca etc cca gaa 
Val Lys Glu Glu Trp Gin Asp Glu Asp Leu Pro Arg Pro Leu Pro Glu 
15 20 25 30 

gag acg ggg gtg gaa ctg ctt ggc age ccg gtg gaa gac aca tec tct 
Glu Thr Gly Val Glu Leu Leu Gly Ser Pro Val Glu Asp Thr Ser Ser 

35 40 45 

cct ccc aac acg eta aat ttc aac gga gcg cat cgt aag agg aag acg 
Pro Pro Asn Thr Leu Asn Phe Asn Gly Ala His Arg Lys Arg Lys Thr 

50 55 60 

ctg gtg gcc cca gag ate aac att tct ctg gat cag agt gag ggg tec 
Leu Val Ala Pro Glu lie Asn lie Ser Leu Asp Gin Ser Glu Gly Ser 

65 70 75 

ctg ctg tec gat gac ttc ttg gat acc cct gat gac ctg gat att aac 
Leu Leu Ser Asp Asp Phe Leu Asp Thr Pro Asp Asp Leu Asp lie Asn 

80 85 90 

gtg gat gac ate gag acc ccc gat gag acc gac teg ctg gag ttc ctg 
Val Asp Asp He Glu Thr Pro Asp Glu Thr Asp Ser Leu Glu Phe Leu 
95 100 105 HO 

ggg aat ggc aac gaa ctg gag tgg gaa gac gac acc ccc gtg gcc acc 



60 

120 

180 

240 

300 

360 

411 



459 



507 



555 



603 



651 



699 



747 
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4 5 


Gly Asn 


Gly Asn 


pin 

ulU 


Leu 


Glu 


Trp 


Glu 


Asp 


Asp 


Thr 


Pro 


Val 


Ala 


Thr 




A £ 
4 0 










115 










120 










125 






4 7 


CJCC 


aag 


aac 




CCC 


ggg 


gac 


age 


gcg 


gat 


cca 


ttt 


ggg 


gac 


ggc 


acg 


7 95 


4 8 


Ala 


Lys 


Asn 


i v ie c 


Pro 


Gly Asp 


Ser 


Ala 


Asp 


Leu 


Phe 


Gly Asp 


Gly 


Thr 




J. Q 








1 3 u 










135 










14 0 










cLCCJ 


gag 


gac 


ggc 


age 


gee 


gec 


aac 


ggg 


cgc 


ctg 


tgg 


egg 


aca 


gtg 


ate 


843 


Zj 1 


i nr 


Glu 


Asp 


Pi „ 

(j±y 


Ser 


Ala 


Ala 


Asn 


Gly Arg 


Leu 


Trp 


Arg 


Thr 


Val 


He 




D Z 






145 










150 










155 










53 


-i +- 


ggg 


gag 


caa 


gag 


cac 


cgt 


ata 


gac 


ctg 


cac 


atg 


ate 


egg 


cct 


tac 


8 91 


^ a 
D ft 


lie 


Gly Glu 


Gin 


CjIU 


His 


Arg 


He 


Asp 


Leu 


His 


Met 


He 


Arg 


Pro 


Tyr 








16 0 










165 










170 












3 D 




aaa 


gtg 


gtc 


ace 


cac 


gga 


ggg 


tac 


tac 


ggc 


gaa 


ggc 


etc 


aac 


gec 


93 9 


D f 


i v ie c 


Lys 


Val 


Val 


i nr 


His 


Gly Gly Tyr 


Tyr 


Gly Glu 


Gly 


Leu 


Asn 


Ala 




D O 


1/3 










18 0 










185 










190 






^ +- /-i 


ate 


gtc 


cue 


gca 


gee 


tgc 


ttc 


ctt 


cca 


gac 


age 


age 


etc 


ccc 


gac 


987 


k n 

O u 


lie 


lie 


Val 


Phe 


Aia 


Ala 


Cys 


Phe 


Leu 


Pro 


Asp 


Ser 


Ser 


Leu 


Pro 


Asp 




o 1 










19 5 










200 










205 






D Z 


Cac 


cac 


tac 


ate 


acg 


gag 


aac 


etc 


ttc 


ctg 


tac 


gtc 


ate 


age 


age 


tta 


1035 


£ ~i. 
D O 


Tyr 


His 


Tyr 


He 


Met 


Glu 


Asn 


Leu 


Phe 


Leu 


Tyr 


Val 


He 


Ser 


Ser 


Leu 




b ft 








210 










215 










220 








D 3 


gag 


etc 


ctg 


gtg 


get 


gag 


gac 


tac 


atg 


ate 


gtg 


tac 


ctg 


aac 


ggt 


gec 


1083 


o o 


bill 


Leu 


Leu 


Val 


Ala 


Glu 


Asp 


Tyr 


Met 


He 


Val 


Tyr 


Leu 


Asn 


Gly Ala 




£ 7 

u / 






225 










230 










235 










£ p 


acg 


ccc 


egg 


egg 


agg 


atg 


cct 


gga 


ate 


ggc 


tgg 


ctg 


aag 


aag 


tgc 


tac 


1131 




Thr 


Pro 


Arg 


Arg 


Arg 


Met 


Pro 


Gly 


He 


Gly Trp 


Leu 


Lys 


Lys 


Cys 


Tyr 




7 n 




240 










245 










250 












7 1 
/ 1 


cag 


atg 


ate 


gac 


egg 


agg 


ttg 


egg 


aaa 


aac 


ctg 


aag 


tec 


ttg 


ate 


ate 


1179 


7 7 
/ Z 


Gin 


Met 


He 


Asp 


Arg 


Arg 


Leu 


Arg 


Lys 


Asn 


Leu 


Lys 


Ser 


Leu 


He 


lie 




7 "5 


Z 3 3 










260 










265 










270 




74 


gtc 


cac 


ccc 


teg 


tgg 


ttc 


att 


egg 


act 


gtg 


ctg 


gec 


ate 


tct 


cgc 


cct 


1227 


7 R 


val 


His 


Pro 


Ser 


Trp 


Phe 


He 


Arg 


Thr 


Val 


Leu 


Ala 


He 


Ser 


Arg 


Pro 




7 C 










275 










280 










285 






7 7 


ttc 


ate 


age 


gtc 


aag 


ttc 


ate 


aac 


aag 


ate 


cag 


tac 


gtg 


cac 


age 


ttg 


1275 


7 Q 
/ O 


pne 


He 


Ser 


val 


Lys 


Phe 


He 


Asn 


Lys 


He 


Gin 


Tyr 


Val 


His 


Ser 


Leu 




7 Q 








2 90 










295 










300 








r n 


gaa 


gac 


ctg 


gag 


caa 


etc 


ate 


cct 


atg 


gaa 


cac 


gtc 


cag 


ate 


cca 


gac 


1323 


P 1 
O 1 


pi ,, 

CjIU 


Asp 


Leu 


Glu 


Gin 


Leu 


He 


Pro 


Met 


Glu 


His 


Val 


Gin 


He 


Pro 


Asp 




P 9 
O Z 






305 










310 










315 










P T 


tgc 


gtc 


ctg 


caa 


tac 


gaa 


gag 


gaa 


aga 


ctg 


aag 


gec 


agg 


agg 


gag 


age 


1371 


84 


Cys 


Val 


Leu 


Gin 


Tyr 


Glu 


Glu 


Glu 


Arg 


Leu 


Lys 


Ala 


Arg 


Arg 


Glu 


Ser 




85 




320 










325 










330 












86 


gcg 


agg 


ccc 


cag 


ccg 


gag 


ttt 


gtg 


ctg 


ccc 


agg 


tct 


gaa 


gag 


aag 


cca 


1419 


87 


Ala 


Arg 


Pro 


Gin 


Pro 


Glu 


Phe 


Val 


Leu 


Pro 


Arg 


Ser 


Glu 


Glu 


Lys 


Pro 




88 


335 










340 










345 










350 




89 


gag 


gtg 


gca 


cca 


gtg 


gaa 


aac 


agg 


tct 


get 


ctg 


gtc 


tea 


gaa 


gat 


cag 


1467 


90 


Glu 


Val 


Ala 


Pro 


Val 


Glu 


Asn 


Arg 


Ser 


Ala 


Leu 


Val 


Ser 


Glu 


Asp 


Gin 




91 










355 










360 










365 






92 


gaa 


aca 


age 


atg 


tec 


tgaggcgacg tgagcataac aaaggacatg 


gaagaagatt 


1522 


93 


Glu 


Thr 


Ser 


Met 


Ser 


























94 








370 
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95 ccagatgcca gaaaacctct gtcagacgcc cactggcccc agatctcatc ctgcctcatc 1582 

96 ctgagtccca atcttccaag ggtgccagcc cctccgttca tctctgaaac ccagcatcct 1642 

97 tttcagctgc ttgaaaacat tgtatttttt ttttttaacg atgcagtatt tgtgcgttcc 1702 

98 agaaaagggc ccagctctga gcccctcacc cttccacact cacgaactct cagccgagga 1762 

99 aggcaagaag cgcagggggt ggcccgcgtg gcgtcggtgg cctccgctcc tgctcgcagc 1822 

100 ccctgtggtc agagctggat acaagattca agacccttct cttgcttgtc acccgctcca 1882 

101 ggttggagcc acagacaccc accgccaccc cggctgggtc tgcgtccttt cctgtgcctt 1942 

102 tccctccaga atgcggcctc agacctagaa gctcaacccc cctatgaggg ccacgtcctg 2002 

103 gggtagctcc tgacctccga ccttatgtcc aaatttcaca cccatggttt ttcatttgac 2062 

104 ccgccccctt ctcgctcata atgacaccca gctcctttga gaggatcaga gcccattgca 2122 

105 caagaagagc cgctgccaac catccttgtc ctccgattgc aaaatgacac cccagtaatc 2182 

106 tagaacattc tcaagcccct ttaactcaga tgtcaagcca ccgggcaaac cccgtcaata 2242 

107 cctcccacca aggaatgaga tatgtggacc tcactgctcc cccaacccag cgtcaggctg 2302 

108 ggacacgcca acgctgttcc gggttggaac agcacaggct cagaaactgg ctctgaaata 2362 

109 ggcagaccta gcaagaggaa gatacagggt atcgggcgtt tgagtgtttc agaagtcatt 2422 

110 cgggaagata aatccagtgc gctggccgca gccacctgca ttcaaagctt ggaccagcgg 2482 

111 gttcttgttc gggaggcaaa tttccctagg aaaaagaaga cagacttttc taatggggtc 2542 

112 caaatgcgga tcactggtca gatggactct agaagcactg agctccctgt ctctggaagt 2602 

113 atttaagaaa aggctgggcc aggcacgatg gctcacgcct gtaatcccag actttgggag 2662 

114 gccgaggcag gcggatcacc tgaggtgagg agtttgagaa cagcctggcc aacatggtga 2722 

115 aacctcatct ctactaaaaa tacaaaaatt agccaggcgt ggtggcaggt gcctgtaatc 2782 

116 ccagctactt gggaggctga ggcatgagaa tcacttaaac ctgagaggca gaggttacag 2842 

117 tgagccaaga tcgtgccact gcattccagc ctgggcgaca gagcaagact ctgtctcaaa 2902 

118 aaaaataaaa aataatcagg gcacagtggc tcatgcctgt aatcccagca ctctgggagg 2 962 

119 ctgaggtggg tggatcacct gaggtcagga gttcaagacc agcctggtga acatggcgaa 3022 

120 accccgtctc taataaaaat acaaaaatta gccgggcatg gtggtgcatg cctg 3076 

121 <210> SEQ ID NO 2 

122 <211> LENGTH: 371 

123 <212> TYPE: PRT 

124 <213> ORGANISM: Homo sapiens 
12 5 <400> SEQUENCE: 2 

12 6 Met Gly Thr Thr Glu Ala Thr Leu Arg Met Glu Asn Val Asp Val Lys 

127 15 10 15 

128 Glu Glu Trp Gin Asp Glu Asp Leu Pro Arg Pro Leu Pro Glu Glu Thr 

129 20 25 30 

130 Gly Val Glu Leu Leu Gly Ser Pro Val Glu Asp Thr Ser Ser Pro Pro 

131 35 40 45 

132 Asn Thr Leu Asn Phe Asn Gly Ala His Arg Lys Arg Lys Thr Leu Val 

133 50 55 60 

134 Ala Pro Glu lie Asn lie Ser Leu Asp Gin Ser Glu Gly Ser Leu Leu 

135 65 70 75 80 

13 6 Ser Asp Asp Phe Leu Asp Thr Pro Asp Asp Leu Asp lie Asn Val Asp 
137 85 90 95 

13 8 Asp lie Glu Thr Pro Asp Glu Thr Asp Ser Leu Glu Phe Leu Gly Asn 
139 100 105 110 

14 0 Gly Asn Glu Leu Glu Trp Glu Asp Asp Thr Pro Val Ala Thr Ala Lys 

141 115 120 125 

142 Asn Met Pro Gly Asp Ser Ala Asp Leu Phe Gly Asp Gly Thr Thr Glu 

143 130 135 140 

144 Asp Gly Ser Ala Ala Asn Gly Arg Leu Trp Arg Thr Val lie lie Gly 



OIPE 
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145 145 150 155 160 

146 Glu Gin Glu His Arg lie Asp Leu His Met lie Arg Pro Tyr Met Lys 

147 165 170 175 

148 Val Val Thr His Gly Gly Tyr Tyr Gly Glu Gly Leu Asn Ala lie lie 

149 180 185 190 

150 Val Phe Ala Ala Cys Phe Leu Pro Asp Ser Ser Leu Pro Asp Tyr His 

151 195 200 205 

152 Tyr lie Met Glu Asn Leu Phe Leu Tyr Val lie Ser Ser Leu Glu Leu 

153 210 215 220 

154 Leu Val Ala Glu Asp Tyr Met lie Val Tyr Leu Asn Gly Ala Thr Pro 

155 225 230 235 240 

156 Arg Arg Arg Met Pro Gly lie Gly Trp Leu Lys Lys Cys Tyr Gin Met 

157 245 250 255 

158 lie Asp Arg Arg Leu Arg Lys Asn Leu Lys Ser Leu lie lie Val His 

159 260 265 270 

160 Pro Ser Trp Phe lie Arg Thr Val Leu Ala lie Ser Arg Pro Phe lie 

161 275 280 285 

162 Ser Val Lys Phe lie Asn Lys lie Gin Tyr Val His Ser Leu Glu Asp 

163 290 295 300 

164 Leu Glu Gin Leu lie Pro Met Glu His Val Gin He Pro Asp Cys Val 

165 305 310 315 320 

166 Leu Gin Tyr Glu Glu Glu Arg Leu Lys Ala Arg Arg Glu Ser Ala Arg 

167 325 330 335 

168 Pro Gin Pro Glu Phe Val Leu Pro Arg Ser Glu Glu Lys Pro Glu Val 

169 340 345 350 

170 Ala Pro Val Glu Asn Arg Ser Ala Leu Val Ser Glu Asp Gin Glu Thr 

171 355 360 365 

172 Ser Met Ser 

173 370 

174 <210> SEQ ID NO 3 

175 <211> LENGTH: 1113 

176 <212> TYPE: DNA 

177 <213> ORGANISM: Homo sapiens 

17 8 <22 0> FEATURE: 

179 <221> NAME/KEY: CDS 

180 <222> LOCATION: (1)..(1113) 

181 <400> SEQUENCE: 3 

182 atg ggg acc acc gaa gcc acg etc egg atg gaa aac gtg gac gtg aag 48 

18 3 Met Gly Thr Thr Glu Ala Thr Leu Arg Met Glu Asn Val Asp Val Lys 

184 15 10 15 

185 gag gaa tgg cag gac gaa gat ctt ccc agg cca etc cca gaa gag acg 96 

186 Glu Glu Trp Gin Asp Glu Asp Leu Pro Arg Pro Leu Pro Glu Glu Thr 

187 20 25 30 

188 ggg gtg gaa ctg ctt ggc age ccg gtg gaa gac aca tec tct cct ccc 144 

189 Gly Val Glu Leu Leu Gly Ser Pro Val Glu Asp Thr Ser Ser Pro Pro 

190 35 40 45 

191 aac acg eta aat ttc aac gga gcg cat cgt aag agg aag acg ctg gtg 192 

192 Asn Thr Leu Asn Phe Asn Gly Ala His Arg Lys Arg Lys Thr Leu Val 

193 50 55 60 

194 gcc cca gag ate aac att tct ctg gat cag agt gag ggg tec ctg ctg 240 
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IOC 

i y b 


Ala 


Pro 


Glu 


He 


Asn 


He 


Ser 


Leu 


Asp 


Gin 


Ser 


Glu 


Gly 


Ser 


Leu 


Leu 




i q a 
1 y b 


65 










7 0 










75 










80 




1 Q7 
1 J / 


tec 


gat 


gac 


i~ i- ~ 
ttc 


ttg 


gat 


acc 


cct 


gat 


gac 


ctg 


gat 


att 


aac 


gtg 


gat 


288 


1 Q Q 


Ser 


Asp 


Asp 


Phe 


Leu 


Asp 


Thr 


Pro 


Asp 


Asp 


Leu 


Asp 


He 


Asn 


Val 


Asp 




1 y y 










85 










90 










95 






inn 
- u u 


gac 


ate 


gag 


acc 


ccc 


gat 


gag 


acc 


gac 


teg 


ctg 


gag 


ttc 


ctg 


ggg 


aat 


336 


J Ul 


Asp 


He 


Glu 


Thr 


Pro 


Asp 


Glu 


Thr 


Asp 


Ser 


Leu 


Glu 


Phe 


Leu 


Gly Asn 












100 










105 










110 








~ (J J 


ggc 


aac 


gaa 


ctg 


gag 


tgg 


gaa 


gac 


gac 


acc 


ccc 


gtg 


gee 


acc 


gee 


aag 


384 




Gly Asn 


Glu 


Leu 


Glu 


Trp 


Glu 


Asp 


Asp 


Thr 


Pro 


Val 


Ala 


Thr 


Ala 


Lys 




« U b 






115 










120 










125 










^ n £T 
- Ub 


aac 


atg 


ccc 


ggg 


gac 


age 


gcg 


gat 


eta 


ttt 


ggg 


gac 


ggc 


acg 


acg 


gag 


432 


2 07 


Asn 


Met 


Pro 


Gly Asp 


Ser 


Ala 


Asp 


Leu 


Phe 


Gly Asp 


Gly Thr Thr 


Glu 




2 08 




130 










135 










140 












o n o 

j uy 


gac 


ggc 


age 


gee 


gec 


aac 


ggg 


cgc 


ctg 


tgg 


egg 


aca 


gtg 


ate 


ate 


ggg 


480 


210 


Asp 


Gly Ser Ala 


Ala 


Asn 


Gly Arg 


Leu 


Trp 


Arg 


Thr 


Val 


He 


He 


Gly 




211 


145 










150 










155 










160 






gag 


caa 


gag 


cac 


cgt 


ata 


gac 


ctg 


cac 


atg 


ate 


egg 


cct 


tac 


atg 


aaa 


528 


213 


Glu 


Gin 


Glu 


His 


Arg 


He 


Asp 


Leu 


His 


Met 


He 


Arg 


Pro 


Tyr 


Met 


Lys 




214 










165 










170 










175 






-Jib 


gtg 


gtc 


acc 


cac 


gga 


ggg 


tac 


tac 


ggc 


gaa 


ggc 


etc 


aac 


gee 


ate 


ate 


576 


216 


Val 


Val 


Thr 


His 


Gly Gly Tyr Tyr Gly Glu Gly Leu Asn Ala 


He 


He 




-J 1 / 








180 










185 










190 








^ 1 O 


gtc 


ttc 


gca 


gee 


tgc 


ttc 


ctt 


cca 


gac 


age 


age 


etc 


ccc 


gac 


tac 


cac 


624 


i y 


Val 


Phe 


Ala 


Ala 


Cys 


Phe 


Leu 


Pro 


Asp 


Ser 


Ser 


Leu 


Pro 


Asp 


Tyr 


His 




*"> O A 

zz U 






195 










200 










205 










ZZ 1 


tac 


ate 


atg 


gag 


aac 


etc 


ttc 


ctg 


tac 


gtc 


ate 


age 


age 


tta 


gag 


etc 


672 


222 


Tyr 


He 


Met 


Glu 


Asn 


Leu 


Phe 


Leu 


Tyr 


Val 


He 


Ser 


Ser 


Leu 


Glu 


Leu 




223 




210 










215 










220 














ctg 


gtg 


get 


gag 


gac 


tac 


atg 


ate 


gtg 


tac 


ctg 


aac 


ggt 


gee 


acg 


ccc 


720 


225 


Leu 


Val 


Ala 


Glu 


Asp 


Tyr 


Met 


He 


Val 


Tyr 


Leu 


Asn 


Gly Ala 


Thr 


Pro 




22 6 


225 










230 










235 










240 




ITT 
ZZ / 


egg 


egg 


agg 


atg 


cct 


gga 


ate 


ggc 


tgg 


ctg 


aag 


aag 


tgc 


tac 


cag 


atg 


768 


22 8 


Arg 


Arg 


Arg 


Met 


Pro 


Gly 


He 


Gly 


Trp 


Leu 


Lys 


Lys 


Cys 


Tyr 


Gin 


Met 




22 9 










245 










250 










255 






o t n 
z o U 


ate 


gac 


egg 


agg 


ttg 


egg 


aaa 


aac 


ctg 


aag 


tec 


ttg 


ate 


ate 


gtc 


cac 


816 


231 


He 


Asp 


Arg 


Arg 


Leu 


Arg 


Lys 


Asn 


Leu 


Lys 


Ser 


Leu 


He 


He 


Val 


His 




z i z 








260 










265 










270 








z 5 J 


ccc 


teg 


tgg 


ttc 


att 


egg 


act 


gtg 


ctg 


gee 


ate 


tct 


cgc 


cct 


ttc 


ate 


864 


Z -3 4 


Pro 


Ser 


Trp 


Phe 


He 


Arg 


Thr 


Val 


Leu 


Ala 


He 


Ser 


Arg 


Pro 


Phe 


He 




2 35 






275 










280 










285 










236 


age 


gtc 


aag 


ttc 


ate 


aac 


aag 


ate 


cag 


tac 


gtg 


cac 


age 


ttg 


gaa 


gac 


912 


237 


Ser 


Val 


Lys 


Phe 


He 


Asn 


Lys 


He 


Gin 


Tyr 


Val 


His 


Ser 


Leu 


Glu 


Asp 




238 




290 










295 










300 










239 


ctg 


gag 


caa 


etc 


ate 


cct 


atg 


gaa 


cac 


gtc 


cag 


ate 


cca 


gac 


tgc 


gtc 


960 


240 


Leu 


Glu 


Gin 


Leu 


He 


Pro 


Met 


Glu 
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